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Among outbreak cases, the predominant NoV genotype differed by seasons. In the 2022/23 season, GII.2[P16], which
had been the dominant genotype in Hyogo Prefecture prior to the COVID-19 pandemic, was most frequently detected.
In the 2023/24 season, GII.4[P16], which was first identified in Hyogo Prefecture in 2019, emerged as the predominant
genotype. In the 2024/25 season, GII.17[P17] was identified as the major circulating genotype. Notably, during this
season, the number of suspected foodborne outbreaks increased sharply in Hyogo Prefecture, and the majority of
NoV-positive outbreaks were attributed to GII.17[P17], suggesting that the widespread circulation of this genotype
contributed to the observed increase in suspected foodborne illness.

These findings highlight the importance of continued surveillance, together with molecular epidemiological

investigations and genetic analyses, to monitor the dynamics of circulating strains from a public health perspective.
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Fig.1 Weekly cases of infection gastroenteritis per
sentinel in Hyogo prefecture (2022/23-2024/25

season)

Table 1 Number of gastroenteritis viruses detected from sporadic cases in children (A) and outbreak cases (B)

in Hyogo prefecture (2022/23-2024/25 season)

@) S No.of Number of detected gastroenteritis viruses (%)
eason
cases NoV SaV RVA HAstV EAdV PeV-A
2022/23 15 3(20.0) 1(6.7) 2(13.3) 1(6.7)
2023/24 12 10 (83.3)
2024/25 14 9 (64.3) 2(14.3)
Total 41 22 (53.7) 2(4.9) 1(2.4) 2(4.9) 1(2.4)
B)
Number of detected
No.of .
Season gastroenteritis viruses (%)
cases
NoV SaV
2022/23 16 10 (62.5)
2023/24 31 19 (61.3) 1(3.3)
2024/25 41 32 (78.1)
Total 88 61 (69.3) 1(1.1)
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Table 2 NoV genotypes detected from sporadic cases in children (A) and outbreak cases (B)

A
Number of detection
Genotype Total
2022/23  2023/24  2024/25

G1I.4[P16] 1 6 4 11
G1I.4[P31] 2
G11.7[P7] 3
GII.17[P17]

Total 3 9 21

(B)
Number of detection
Genotype Total
2022/23  2023/24  2024/25

G1.1[P1] 3
G11.2[P16] 4 3
G11.3[P12] 1 1
G1I.4[P16] 3 8 2 13
G11.4[P31] 1 1 2
G1.7[P7] 1 2 3
G11.8[P8] 1 1
G11.12[P16] 1 1
G11.17[P17] 2 24 26
GI&GII 1 1

Total 9 20 30 59
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Fig.2 Phylogenic analysis of the partial RARp region (246nt) of norovirus GII. P16, GII. P17 strains (A) and the
partial VP1 region (292nt) of norovirus GII.2, GII.4 and GI1I.17 strains (B)
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